. In the latter study total RNA was prepared from tumor sections using laser capture microdissection (LCM) followed by gene expression profiling using the Affymetrix platform. (B) MMP levels in the stroma adjacent to invasive breast carcinomas (50 ductal and 3 lobular carcinomas) obtained using the data from Finak Breast Immunoblotting with antibodies to phospho-RELA/p65, phospho-ERK1/2, IκBα, and cIAP2/BIRC3 in whole-cell lysates of MDA-MB-231 cells infected with lentivirus encoding shRNA to RELA/p65 and treated with 10 ng/mL TNF. GAPDH is a loading control.
